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M.U. bapbiwHukoB
P.l. Baryshnikov

ACCOLIMMPOBAHHOE BAKTEPUOHOCUTENBCTBO
Y OUKUX NTAL NECOCTENHOW OBNTACTU ANTAUCKOIO KPASA

ASSOCIATED BACTERIA CARRYING IN WILD BIRDS OF THE FOREST-STEPPE AREA OF THE ALTAI REGION

Knioyeenie cnoea: accoyuuposaHHoe GakmepuoHo-
cumenbcmeo, canbMOHesna, nacmepenna, KulieyHas
narnoyka, cmagburiokoKK, CmMpenmoKoKK, Xnamudus.

lMpvBedeHbl pesynbTaThbl uccnegoBaHns npob marte-
puana Ha accouumpoBaHHoe BaKTepUOHOCUTENLCTBO Y
AUKAX NTWL, necocTenHoit obnactu Antaiickoro kpas. Ans
GaKTepnonor1ieckoro nccnegoBaHus ucnonb3osaHo 455
npo6 ot 65 nTuy 7 Buaos (ronybb cu3blii, Bopobeit Jomo-
BOW, CMHMUA 6onbluas, CHervpb, AATen, Copoka, yTka ce-
pas): Ha OpHUTO3 — 35 NPo6 (Masku OTNEeYaTKN KOHBIOHK-
TUBbI rMa3 u nerkux), Tybepkynes — 170 npob (neyes,
nerkve), Ans BblAENEHUS YUCTbIX KYNbTYP MUKPOOPraHu3-
MOB ¥ rpnboB — 455 npob (kpoBb, nerkue, neyYeHb, NOYKK,
CceneseHka, TONCTbINA U TOHKUIA OTAENbI KULLEYHWKA). M3y-
yeHne mMopchornorMyeckinx, KynbTypanbHbIX, TUHKTOpUasb-
HbIX, DMOXMMWYECKMX M TEMOMUTUYECKUX CBOWCTB, YyB-
CTBUTENBHOCTU K aHTUOMOTUKaM U MAEHTUMKALMIO Bbl-
AENeHHbIX MWKPOOPraHM3MOB NMPOBOAWNM MeToaamu 06-

wen mukpobuonoruu. Mo cnocobHOCTM K Murpauusm u
nepenéram Aukux NTUL pasgenunu Ha 3 rpynnbl: 0céa-
nble, Kouylowme n nepenétHele. AccounmpoBaHHoe bak-
TEPUOHOCMTENBCTBO C Y4aCTMEM NATOreHHbIX MUKPOOPra-
HW3MOB OTMEYEHO B NAaTOMNorMyeckoM Martepuane ot 26
(40%) nTuy. Mpu atom y 10 (15,4%) nTuy accoumaymm
NpeAcTaBneHbl NaToreHHbIMM KynbTypamu 1 poga, y 7
(10,8%) — no 2 n 3 poga, a B 3 (4,6%) cnyyasx BCTpeya-
NMCb MMKPOOpPraHuambl 4 pasnuyHbix pogos. Hambonee
4acTo PerncTpupoBany OAHOBPEMEHHOE COYEeTaHne naTo-
reHHbIX KynbTyp B BUae Staphylococcus + Chlamydia — 14
(21,5%), Escherichia + Chlamydia - 6 (9,2%) wu
Staphylococcus + Chlamydia + Escherichia — 3 (4,6%). Mo
2 (3,1%) pasa BCTpeyanocb accoLMmpoBaH1e NaToreHHbIX
npeactasutenen  pogoe  SalmonellatChlamydia u
Chlamydia+Pasteurella. ¥ 8 (12,3%) ntuy oTMeyeHbl
€OVHUYHbIE Cryyan COYETaHMs MaTOreHHbIX MUKPOOpra-
HnamoB pogo Clebsiella + Morganella, Morganella +
Escherichia + Chlamydia, Staphylococcus + Yersinia +
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Chlamydia, Staphylococcus + Streptococcus + Chlamydia,
Staphylococcus + Chlamydia + Escherichia + Pasteurella,
Staphylococcus + Chlamydia + Salmonella + Pasteurella,
Staphylococcus + Chlamydia + Escherichia + Morganella,
Staphylococcus + Chlamydia + Escherichia + Edwardsiel-
la. Hanbonee yacto Takve cnyyan Obiiv B rpynne oced-
neix ntay — 24 (45,3%). Y 11 (55%) BopobbeB 1 13
(40,6%) ronyGeit oOHapyXeHbl accouuauun ¢ yyactuem
NaToreHHbIX MUKPOOPraHU3MOoB. B rpynne Kouylowmx Bu-
poB Ny B 27% npob BCTpevanuchb accouuauum naro-
FeHHbIX MUKPOOPraH13MoB, a B rpynne nepeneTHbIX Nt
B npoBax ot 1 YTk Cepoit Takux Cry4yaeB He 0BHapYXeHo.

Keywords: associated bacteria carrying, Salmonella,
Pasteurella, E. coli, Staphylococcus, Streptococcus,
chlamydia.

This paper discusses the findings of material sample
tests for associated bacteria carrying in the wild birds of
the forest-steppe area of the Altai Region. The bacterio-
logical testing involved 455 samples from 65 birds of 7
species (rock pigeon, English sparrow, great tit, bullfinch,
woodpecker, magpie, gadwall); of those for ornithosis de-
tection — 35 samples (touch smears of conjunctiva and
lungs), for tuberculosis detection — 170 samples (liver,
lungs), and for the isolation of pure cultures of microorgan-
isms and fungi — 455 samples (blood, lungs, liver, kidneys,
spleen, thick and thin intestine). The study of morphologi-
cal, cultural, tinctorial, biochemical and hemolytic proper-
ties, sensitivity to antibiotics and identification of isolated
microorganisms was carried out by the methods of Gen-
eral Microbiology. The wild birds under study were divided
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BeeneHue

MpnpoaHbIM pe3epByapom BO3ByaMTENEN MHOTUX
WHEKUMOHHbIX ~ BonesHen,  NpeAcTaBRSOWMX
ONacHOCTb AN XWBOTHbIX M YEnOBeKa, ABMSAIOTCSH
pukne ntgpl. OHM MOryT ObiTb  MHCULMPOBAHDI
Bo30yauTenamm OpHWTO3a, Tybepkynésa, rpunna,
BonesHu Hbtokacna, canbMoHennésa, nactepennésa
n ppyvx OGonesHen [1-6 w gp.]. MMpu 3Tom
Hambomnbluee 3HaYeHMe WMeKT NpeacTaBuTENM
nepeneTHbIX BWU4OB, PACNPOCTPaHALME UH(DEKLMM
3a CYeT Ce30HHbIX Murpauui [4, 6 1 ap.].

O6LenpusHaHHo, YTO 3Kororo-reorpaduyeckue
OCOBEHHOCTU TEPPUTOPUN  SBRAKOTCA  BAKHEALINM

into 3 groups according to their ability for migration: resi-
dent, nomadic and migratory birds. Associated bacteria
carrying with pathogenic microorganism involvement was
revealed in the pathological material from 26 (40%) birds.
It should be noted that in 10 (15.4%) birds the associa-
tions are represented by pathogenic cultures of 1 genus; 2
and 3 genera were found in 7 (10.8%) birds, and in 3 birds
(4.6%) the microorganisms of 4 different genera were
found. The following simultaneous combinations of patho-
genic cultures were most frequently recorded: Staphylo-
coccus + Chlamydia — 14 (21.5%), Escherichia + Chla-
mydia — 6 (9.2%) and Staphylococcus + Chlamydia +
Escherichia — 3 (4.6%). The associations of pathogenic
representatives of the genera Salmonella + Chlamydia
and Chlamydia + Pasteurella were recorded 2 times
(3.1%). In 8 birds (12.3%) birds, single cases of pathogen-
ic microorganism combinations of the following genera
were found: Clebsiella + Morganella, Morganella + Esche-
richia + Chlamydia, Staphylococcus + Yersinia + Chla-
mydia, Staphylococcus + Streptococcus + Chlamydia,
Staphylococcus + Chlamydia + Escherichia + Pasteurella,
Staphylococcus + Chlamydia + Salmonella + Pasteurella,
Staphylococcus + Chlamydia + Escherichia + Morganella,
Staphylococcus + Chlamydia + Escherichia + Edwardsiel-
la. Most frequently such cases were found in the group of
resident birds — 24 (45.3%). The associations with patho-
genic microorganisms were found in 11 (55%) sparrows
and 13 (40.6%) pigeons. Pathogenic microorganism asso-
ciations were found in 27% of the samples in the group of
nomadic bird species, and no such cases were found in
the group of migratory birds in the samples from 1 gad-
wall.
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Chair of Microbiology, Epizootology, Parasitology and
Veterinary Inspection, Altai State Agricultural University.
Ph.: (3852) 31-39-70. E-mail: agau@asau.ru.

(haKTOpPOM B Pa3BUTUM 3MU300TUYECKOTO npoLecca. B
9TOM OTHOLEHMM tor 3anagHon Cubupwu, AnTanckui
Kpan, SBNSETCA TEpPpPUTOPUEN, Ha KOTOPOM B
BECEHHe-NETHU  Nepuoj  cocpedoTaunBaeTtcs
MHOrOMWITIIMOHHOE MOrOSIOBbE NEPHAThIX MUTPAHTOB
M3 pasHbIX YronkoB Mupa. B cBA3M C 3TUM
obcnepoBaHMe  AuKMX NTML  Ha  BO3GyauTenei
WHEKUMOHHbIX 6onesHeln B Mectax obuTaHus Ha
TEPPUTOPUM NecocTenHom obnacti AnTanckoro kpas
BeCbMa aKkTyarbHO B HAy4YHOM W MPaKTU4ECKOM
OTHOLIEHUSIX KaK C  9MM300TUYECKOW, TaK K
3NMAEMUOIOTNYECKON TOYKN 3PEHNS.
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Lenb wuccnegoBaHus - obcnefoBaHue  AWKUX
NTUL Ha accouMmpoBaHHoe GaKkTepUOHOCUTENLCTBO B
necoctenHon obnactu AnTaickoro Kpas.

06BbeKTbl U MeToAbI

Ona  6akTepuonornyeckoro  WUCCneaoBaHNs
ncnonb3osaHo 455 npob ot 65 ntuy, 7 Buaos (ronybb
Cu3bln, BOpoDEerm OOMOBOW, CuHMUA Oonbluas,
CHErupb, AATeN, COpoKa, yTka cepas): Ha OpPHUTO3 —
35 npob (MaskM OTMeYaTKM KOHBIOHKTMBLI rna3 u
nerkux), Ty6epkynes — 170 npo6 (neyeHb, nerkue),
ANS BblOENeHUs YUCTbIX KyrbTyp MUKPOOPraHM3MOB
n rpubos — 455 npob (kpoBb, Nerkue, neyeHb, NOYKK,
ceneseHka, TONCTbIA U TOHKWA OTAENbl KULLEYHWKA).
M3yyeHne  MOpONOTMYECKUX,  KynbTyparbHbIX,
TUHKTOPWanbHbIX, BUOXUMUYECKMX U FEMOSTUTUYECKMX
CBOWCTB, YYBCTBUTENbHOCTU K aHTMOMOTMKaM W
WOEHTUPUKALMIO  BblAENEHHbIX  MWUKPOOPraHU3MoB
npoBoaunM metogamm obuien mukpoduonorum [7-9].
Mo cnocoGHOCTM K MUrpaumsm 1 nepenéram OuKux
NTUL pasgenunu Ha 3 rpynnbl: 0CEAsble, KouytoLme
n nepenétHole [10].

Pe3ynbTaThbl uccnesoBaHuii

B pesynbTate npegplaywmMx  MCCresoBaHuiA
MaTtepuana oT AKX NTUL BblgeneHo (0bHapyxeHo)
160 KynbTyp MuKpoopraHuamoB: 112 — Gaktepuw,
26 - rpubbl 1 22 — xnamuguu. MNpn naeHTMdmKaLmm
KynbTyp MMKPOOPraHW3MoB WX OTHecnn K 15 pogam,
a naToreHHble — TONbKO K 6: Escherichia — 11, Staph-
ylococcus — 21, Salmonella — 4, Pasteurella - 3,
Streptococcus — 1 v Chlamydia — 22 kynbTypsl (11).

AccounnpoBaHHoe 6aKTEPUOHOCUTENLCTBO
Hanbonee 4acTo BCTpeYanocb B NATONOrU4YECKOM
matepuane ot ntuy B Buge Staphylococcus + Chla-
mydia — 14 (21,5%), Salmonella + Chlamydia n Sal-
monella + Escherichia — no 12 (18,5%), Staphylococ-
cus + Salmonella — 11 (16,9%) wu Escherichia +
Chlamydia — 10 (15,4%) npo6. Y 26 (40%) nTuy
YCTaHOBMEHbl accouuaumuy, BKMKYaoWWe no Tpu
npeacTaBuTens pasnuyHbix pogos: Staphylococcus
+ Escherichia + Chlamydia — 8 (12,3%), Staphylo-
coccus + Salmonella + Chlamydia -7 (10,8%), Esch-
erichia + Salmonella + Chlamydia - 6 (9,2%) w
Staphylococcus + Escherichia + Penicillum - 5

(7,7%). Y 13 (20%) nTuy ycTaHOBMEHbI accoLmaLmy,
BKMtOvatoLme 4 KynbTypbl pasniMyHbIX pofos: 4
(6,2%) — Staphylococcus + Escherichia + Chlamydia
+ Pasteurella, 3 (4,6%) — Staphylococcus + Esche-
richia + Chlamydia + Salmonellauno 1 (1,5%) -
Staphylococcus + Morganella + Chlamydia + Salmo-
nella, Staphylococcus + Mucor + Chlamydia + Sal-
monella, Staphylococcus + Aspergillus + Chlamydia
+ Salmonella, Staphylococcus + Mucor + Yersinia +
Salmonella, Staphylococcus + Shigella + Chlamydia
+ Salmonella, Staphylococcus + Penicillum + Yer-
sinia + ChlamydianSalmonella + Clebsiella + Penicil-
lum + Chlamydia.

B eauHuuHbIX cnyyasx Habnioganoch accouyuu-
POBaHHOE TEYeHUe C y4acTheM MUKPOOPraHW3MOB 5
(Staphylococcus + Streptococcus + Escherichia +
Chlamydia + Pasteurella — 1,5%) n 6 (Escherichia +
Morganella + Chlamydia + Salmonella + Clebsiella +
Proteus, Staphylococcus + Salmonella + Escherichia
+ Chlamydia + Penicillum + Edwardsiella — no 1,5%),
a 'y ronybs cusoro 1 Bopobbs fomosoro — 7 (Staphy-
lococcus + Salmonella + Escherichia + Chlamydia +
Penicillum + Aspergillus + Pasteurella u Staphylo-
coccus + Salmonella + Escherichia + Chlamydia +
Penicillum + Clebsiella + Edwardsiella - no 1,5%)
pasnnyHbIX POAOB.

B rpynne oceanbix ntuy y 25 (48,1%) ocobein oT-
Meyanocb acCoLMMPOBAHHOE TEYEHWe C y4acTMeM
MUKpoopraHnamos 2 pogos u 6onee. Y 13 (40,6%)
ronybeit yctaHoBneHbl accounaumm B 7 (21,9%) cny-
yasx 3 pogos, B 3 (9,4%) — 4 pogoB M B e4NHNYHBIX
cnyyasx — no 2, 6 u 7 pasHbix pogos. Y 12 (60%)
BOpoObeB ycTaHoBneHbl accounaumm B 6 (30%) cny-
vasx 4 pogos, B 3 (15%) — 3 poga 1 B eANHWNYHBIX
Cny4asx MUKPOOPraHnamoB 2, 5 n 7 pogos.

B rpynne kouyytowwmx ntuy y 6 (60%) ocoben 06-
HapyxeHbl 6akTepuanbHble accoynaumn. Y 3 (37,5%)
CuHUY, umenuck npegctasutenm 3, a 'y 1 (12,5%) -
4 pa3nuyHbIX POJOB MUKPOOPraHU3MOB. Y CHernps u
aaTna obHapyxeHbl accounauum 4 1 6 pasnnyHbIx
POJOB COOTBETCTBEHHO.

B rpynne nepeneTHbix NTUY nccnegosany npobbl
naTofIorM4yeckoro Matepuana ot OLHOW YTKM Cepoil.
Mpn aTOM 0BHapyXeHbl NPeACTaBUTENN ABYX POLOB
MukpoopraHnamoB Staphylococcus 1 Salmonella.
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AccounmpoBaHHoe — GaKTEpUOHOCUTENBCTBO  C
y4acTMEM NaTOreHHbIX MUKPOOPraHU3MOB OTMEYEHO
B natonornyeckom matepuane ot 26(40%) ntuu,. Mpu
atom y 10 (15,4%) nTuy accoumauum npeacTasneHbi
naToreHHbIMM KynbTypamu 1 poga, no 2 u 3 poga —y
7 (10,8%), a B 3 (4,6%) cnyyasx BCTpeyanucb MuK-
poopraHnambl 4 pasnunyHbIx pogos. Hanbonee yacTo
perucTpuposanu OOHOBPEMEHHOE COYeTaHue nato-
reHHbIX KynbTyp B Buae Staphylococcus + Chlamydia
- 14 (21,5%), Escherichia + Chlamydia — 6 (9,2%) u
Staphylococcus + Chlamydia + Escherichia — 3
(4,6%). Mo 2 (3,1%) pasa BCTpeyanocb accouumpo-
BaHWe NaToreHHbIX npeactaeButenei pogos Salmo-
nella+Chlamydia u Chlamydia + Pasteurella. ¥ 8
(12,3%) NTUL, OTMEYEHbI €AUHUYHBIE CryYan coveTa-
HWSt NATOreHHbIX MUKpoopraHuamoB poaos Clebsiella
+ Morganella, Morganella + Escherichia + Chlamydia,
Staphylococcus + Yersinia + Chlamydia, Staphylo-
coccus + Streptococcus + Chlamydia, Staphylococ-
cus+Chlamydia + Escherichia + Pasteurella, Staphy-
lococcus + Chlamydia + Salmonella + Pasteurella,
Staphylococcus + Chlamydia + Escherichia + Mor-
ganella, Staphylococcus + Chlamydia + Escherichia
+ Edwardsiella. Hanbonee yacto Takue cnyyam bbinm
B rpynne oceanbix ntuy — 24 (45,3%). Y 11 (55%)
BopobbeB 1 13 (40,6%) ronyben obHapyxeHbl acco-
UMaumm ¢ y4acTMeM MaToreHHbIX MUKPOOPraHWU3MOB.
B rpynne kouytowmx sugos ntuy B 27% npob BcTpe-
Yanucb accoumaLmn NaToreHHbIX MUKPOOPraHU3MOB,
a B rpynne nepeneTHbix NTuy B npobax ot 1 yTku
CEpOoVt Tak1X criyyaeB He 0BGHAPYKEHO.

Takum 06pa3om, y AMKUX NTUL B NECOCTENHOM
obnacTtu AnTaickoro kpasi npu 6akTepuonornyeckom
NCCneaoBaHWM NATONOTMYEeCKoro Martepuana acco-
UnMpoBaHHOE  BaKTepMOHOCUTENBCTBO — Hambonee
YacTo PerncTpupyeTcss C y4acTMEM MMKPOOPraHW3-
MOB 2 1 3 pogoB U Hamboree BbIpaXeHO y 0CearbIX
BMAOB NTUL.
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PACNPOCTPAHEHWE BPYLIENNE3A CPEQIN SIKOB
B HAPbIHCKOU U UCCbIK-KYIIbCKOW OBJTACTAX

BRUCELLOSIS DISTRIBUTION IN YAKS IN THE NARYN AND ISSYK-KUL REGIONS

Knioueenle crnoea: bpyuennes skog, MOHUMOPUHE,
ceporoaudeckue  uccredosaHusi, po3-beHean  mecm
(PET), ummyHopepmeHmHbIl aHanus (M®A), anmumena.

[unarHocTnyeckne MCCnefoBaHNs SKOB Ha 3apaeH-
HOCTb OpyLEenne3oM NpoBOAWAM C NPUMEHEHUEM 3MN30-
OTOSIOMNYECKMX, KMMHUYECKUX HaAbMIOLEHWA, a Takke na-
GopaTopHbIX CEpONorMYecknx uccnegosannin. 3abop kpo-
BM MPOM3BOAWNW U3 BEHbl OAHOPA30BOI WIMION B cneuy-
anbHyl0 BakyyMHyto cuctemy tuna «Vacutainers. poGbl
KpoBW OTOMpanu B BakyyMHble MPOOMPKM OT pasnmyHbIX
no BO3pacTy W Mory SKOB, a TaKkKe MpWU HEU3BECTHOM
9TMOMNOTM MO MH(EKLUMOHHBIM BONe3HsM B X03ANCTBax
pasHoro Tuna. C npumeHeHnem metogos PET n UPA 6bi-
N1 NpoBefeHbl Ceponornyeckne UccnegoBaHns npob Ha
3apaxeHHOCTb KoB Opyuennesom. [pn  KIMHUYECKOM
OCMOTpe SKOB He Habntoaan1chb SPko BbIpaXeHHble CUMn-
ToMbl 6pyuennesa. Npu cbope aHamHe3a Obino BhIsCHE-
HO, YTO XWBOTHbIE 06CNEeA0BaHHbIX SKOGEPM Y)KE MHOrO
neT He BakuuHUpoBanucb npoTus bpyuennesa. Mocrned-
HSAS BaKLMHALMS SIKOB NpoBoAuMnack B Havane 90-x rogos.
Mpu obcnenoBaHusix Obinu 0BHAPYXEHbI CyYan 3apaxe-
HMS kOB GpyLennesom B CbIBOPOTKAX KpoBM, Obinn Bbl-
SIBNEHbI Cneuumduyeckne aHTuTena k Bosdyautenio bpyu-
enn. Kak nokasanu uccrnegoBaHus, pacnpocTpaHeHue
Opyuennesa cpeam SKOB BHYTPU XO3ANCTBA NPOMCXOANT B
BOnbLUMHCTBE CNyYaeB BO BPEMS CMyYeEK M OTENOB.
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Diagnostic tests for brucellosis infestation in yaks were
performed using epizootological and clinical observations,
and laboratory serological studies. Blood sampling was
performed from a vein by disposable needle into a special
vacuum “Vacutainer” system. Blood samples were collect-
ed in vacuum tubes from yaks of different age and sex,
and in case of unknown etiology of infectious diseases on
farms of different type. By using rose bengal test and ELI-
SA serological tests for brucellosis infection in yaks were
conducted. Clinical examination of yaks did not reveal
pronounced symptoms of brucellosis. When studying the
past medical history, it was found that the animals on the
examined yak farms were not vaccinated against brucello-
sis for many years. The last vaccination of yaks was per-
formed in the early 1990s. The surveys revealed the cas-
es of infection with brucellosis in blood sera in which spe-
cific antibodies to the pathogen Brucella species were
identified. It was found that the spread of brucellosis
among yaks inside the farm occurred in most cases during
mating and calving.
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